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1. Quantitation Setup

Open Processing > DNA Processing = Quantitation Setup.
2. Click Create Batch.
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a) The batch type (Quant Trio) and Kit (Quant Trio) are the default option. Select
‘Vertical’ sample allocation if not already selected.

b) Click Create. A unique Batch Bar Code will be generated and printed. This
barcode should be affixed to the quant plate.

Allocate Samples to a quant batch:
a) Scan the extraction batch bar code into the Source box. Individual samples
barcodes may be scanned into the sample bar code boxas well. This will place the

samples into the ‘Samples for Batch’ box.

b) Scan the quantification plate’s Batch Bar Codednto the/Destination Batch.

C) Click Allocate to allocate all qualifying samples from:Samples for Batch box.

Note: If the reagént blank will'not be quanted, select the RB(s) and click ‘Send to ES’.
This will send'the RBdo Examiner Setup. This must be done after all other samples
have been allocated: If doing this, you will have to allocate each sample individually by
double elicking onthem instead of allocating the whole batch.

To move samples within the allocated plate, the allocation must be saved. Samples may
then be dragged to different wells to balance the plate, if necessary. Standards can’t be
moved from the first column. Balance the rest of the plate accordingly.
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6. Once all samples have been allocated and no further changes are required, click Complete
(next to Destination Batch Barcode). Close the window.
Destination Batch
|GTH-25DE1 305 (Quant TRIC) Q Complete >

1 2 3 | 4 5 6 7 g 9 | 10| 11| 12
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7. On the Quantitation Setup tab select/scan the batch to be processed from the worklist and
click Select Scenario.

8. Scan the hood/workstation barcode and consumable barcodes to enter the lot numbers.
The volumes needed to make the mastermix are shown in the reagent amount column.
Either water or Dilution Buffer can be scanned to be used for the Neg Control.
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Group Type Group Name | Extra Extra Number

B All # BExtra Reactions

Optional | Fixed | Consumable Name 1 Bar Code 1| Consumable Name 2 Bar Code 2 | Reagent Amount | Measurement

dHiza WAFEFHEE

Quant Trio Dilution Buffer: TD#&s5% m ’
9. Click Start Process.
10.  Complete the tube check by scanning the sample tube lab
hee

- i W :QuantTrio (DUzEEEEE iQuant TRIO
[T Quant Trio Reaction Mix | TMz#=##% - : : ‘Quant TRIO
r [~ i Quant Trio Primers TPE##x5% Quant TRIO
r W

11.  For ease of processing in the hood, the quant ay be printed or viewed from

the Content button.
12. When the plate has been aliquoted, click plete Process. Choosing Process

Successful will generate the 750 ave the file to U:\STACS
share\Quantitation\7500 import f not already generated click Generate to
generate the 7500 Import Eile. You can then import this file into the instrument.
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Select Scenario

Load Scenario z

Print Scenario

Consumable List

Sobot Bar Code
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Manual -

() Process Failed

antitation Batch Create

£ | New Status

lj uantitation Setup Complete

Batch Comment

od

250523-09
QTR-250523-09
Q 0523-09
QTR-250523-09
QTR-250523-09
QTR-250523-09
QTR-250523-09
QTR-250523-09

ccozaa Quant TRIO
BIO00193.4 Quant TRIO
240018.A  Quant TRIO
240019.4  Quant TRIO
CCo23.4 Quant TRIO
BIN00193.A Quant TRIO
250086.4 Quant TRIO
250087.4  Quant TRIO

CLC-250522-1417 12

CLC-250522-1417 13

20
20
20
2.0
2.0
2.0
2.0
2.0

28.0
28.0
28.0
28.0
28.0
28.0
28.0
28.0
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IL. Quantitation — This section pertains to the documentation related to the instrument

I11.

run. STACS steps should be completed in the post-amp lab.

1.

2.

Open Processing > DNA Processing 2> Quantitation
Scan the Batch Bar Code from the Batches Worklist.
Scan the barcode for the 7500 instrument to be used.
Click Start Process.

Once the runs is complete, completing batch a¢tivity it STACS
a) Scan the bath from the Batches Worklist.
b) Click Complete Process and select the appropriate option, this step
should be done by the personanalyzing the quant and making the amp
sheet.

Post-Quantitation

1.

Export the quantitation resultsdrom instrument. Click Import and select the
appropriate file.
a) Run the 7500 per normalprocess.
b) Export from the instrument and upload the file into the Trio Software.
c) “Analyze’”the data and save the .xls file in the STACS 7500 results folder
UANSTACS share\Quantitation\7500 Results.
d)“In STACS, import the .xls file
€F Import

Batch BarCode Results File Directory R
| UASTALCS share Quantitation 7500 import files\QTR-250523-09

Select Al | | Deselect {f _)

Detectors: 3
T.Large Autosomal; QTR-250523-09.6 |05/23/2025 Yes i Yes iYes
T.Small Autosomal ; QTR-250523-09.bct ;05/23/2025 iYes i Yes i Yes
Results : 42
- FO1 {WAQ00013 T.Large Autosomal: UNKNOWI
r FO1 ;WAOQO00013 T.5mall Autosomal ; UNKNOWI
I FO1 ; WAD00013 TY UNKNOWI
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2. The Action column will auto-populate with suggested actions based on system

4,

5.

configurations (highlighting the sample).

Adjust the actions for each detector for each sample. No Amp is for
sample/detector that will not be used for amp. Use As Is is for sample/detector
whose quant value will be used. Dilute is for sample/detector that will be diluted
prior to amplification. Concentrate is for sample/detector that will require
concentration prior to amplification (if choosing this optien, be sute to do the
same for the blank control associated with the sample)£ Eor samples going to
YFP amplification, be sure to choose the Y detectorto move forward. For
samples with high degradation index, be sure to ehoose the LargefAutosomal
detector to move forward.

Note: Samples with no detected values in any detector, category will be flagged in
red and ‘No Amp’ will automaticallygbe assigned. These samples will not be
available for amplification in the ExaminefiSetup module unless manually
changed.

Review standards, curve thresholdsiand controls. If TL signoff is needed, add a
batch comment and notifyithe TL with the batch name. Save the quant without

reviewinggOrnice TLyhas reviewed, continue with steps below.

Mark samples asreviewed by selecting all samples and click Save.

Detectors :

3

T.Large Autosomal: QTR=250523-0¢

T.5mall Autosomal i QTR-250523-0

/7

Mo\ L WADTN0 13
[ \ FO1 §WADOD013
v Fo1 G WADD0013
v AD2 (2400184
v AD2 : 240018.A
v 402 | 240018.A
¥ 02 | 240019.A
v 02 240019.A
W B02 | 240019.A
W E02 | 250086.A
I~ E02 | 250086.A
v E02 | 250086.A
[ /Fuz 250087.A
v FO2 | 250087.A |
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6. Fill out the Complete Batch Activity window.

7. See SOP-6 for next step which is: Examiner Setup.
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